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2. Wig3v 01416571 Fa3wn (Ine) Wusaansuszens wagiugmansuiina
UIUNUIAN 3(3-0-6) (83ngw) Population and Quantitative Genetics
wYusTYIY 1 Funauazanuiiaeu Sinsuaznaiaud 13.00-14.30 u.
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3. fjeou / AnzEdou

oI weaslnsnelu e-mail address
9.07.0ATNIY aTaANIY MG4613 646719 akarapong.s@ku.th
NALAT.AAAT FTIUNTR MG4508 646715 fscipswo@ku.ac.th
Nﬂ.ﬂi.qliaiiiu a%’qmaﬁ MG4515 646722 uraiwan.a@ku.ac.th
9.05.99N5 NAB4 MGA515 646723 fscictp@ku.ac.th
3A.05.7%18 JunTdsesil  MGA514 646724 fscicwj@ku.ac.th

4. N1SMHNANTINU wazliAwuzEuanIaTyy
Uavinenaiueansdiaeuamt veasununIBiua
WasINSANVIveInNIAIYN 02-562-5444 %58 02-562-5555 #i Luasnsnelu

izuuaﬂfuawumiﬁaumiaau EduFarm https://edufarm.ku.ac.th/ e Goosgle classroom

https://classroom.google.com
5. 3AUsTAAYIIY

Lﬁ@lﬁﬁﬁmL%’ﬂaﬁqﬂwmmau@ammg Hardy ua® Weinberg mswasuulasmudneada esan
Uadunaneiug nsenen msdaden wazdvidwavesUszrnsvuiadn nisuausuulidy n1siesizsinug
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7. 1AlAsIs183Y7

1. Genetic variation

2. Hardy-Weinberg principle

3. Population subdivision



4. Gene flow and nonrandom mating
5. Changes of allele frequency in population
- Genetics Drift and other forces
- Mutation
- Natural selection
6. Molecular population genetics
- Estimation of DNA polymorphism
- Wright-Fisher and coalescent models
- Neutral theory and tests of neutrality
- Natural selection and Detecting selection
- Research in molecular population genetics
7. Introduction to quantitative genetics
8. Resemblance among relatives
9. Quantitative trait loci (QTL) mapping
1. Genome-wide association mapping
8. FSaouiiudSsuludiy
UssEN8 9AUTIE MsTBuntie online meetings WUURNTA wazn1sAuAiLiiudusenues
9. gunsaifenisaou
White board wSeaedufises/meufinnes wnaisusznaumussens aaudale online meetings
10. nsYanadugnslunsiBeu
nsaouTelsuLay/ MR uUINUaT* 593 100 AZLUU
* davanenanadeulnensanasiussrinaaounasian (Bu aeu 5 ade)
11. nsUsziiuNanIsiTeu
dainsndanaeiuazdangulasAnaindneds uavdnudonuunsgiu Winsadu A, B+, B, C+, C,
D+, D uas F
12. @nansa1ulsznay
12.1 UseAng wadnagAn. 2550. wugmansussvnsuasUsua. dinfiuiuminendoinynseans
NN, 215 v,
12.2 glyassas o¥ymail. 2562, WugmaniUszsnssesuluanadesiu. difnfinsileataaires
NFINN. 93 nti.
12.2 Allendorf, F.W. and Luikart, G.H. 2007. Conservation and the genetics of populations.
Blackwell Publishing, Australia. 642 pp.

12.3 Text books in Population and Quantitative Genetics Ineffideuindu



13. AN519RANTIUNITITHUNITABY TUBIANT LASNEIAURA 187 13.00-14.30 U.

FUni | uiden/dl o Haou
1 11-a.A.-63 | Class Arrangements AT @danne
13-d.m.-63 | Genetic variation
2 18-d.m.-63 | Hardy-Weinberg principle
20-d.M.-63 | Hardy-Weinberg principle
3 25-d.A.-63 | Population subdivision
27-d.n.-63 | Population subdivision
4 1-n.8.-63 | Gene flow
3-n.8.-63 | Nonrandom mating
5 8-n.8.-63 | Natural selection NEas 1TIUNLD
10-n.8.-63 | Natural selection
6 15-n.8.-63 | Mutation
17-n.8.-63 | Mutation
7 22-n.4.-63 | Genetic drift
24-n.9.-63 | Genetic drift and other forces
8 26 n.4.-4 9.0, | dUavigaunarinia (Lifin1seunisaow)
9 6-01.A.-63 | Overview to Molecular population genetics Qi’i?iiﬁu o5yau
8-m1.A.-63 | Estimation of DNA polymorphism
10 12-16-0.0.-63 | WonsysemuUsgatns (afinsiseunisaou)
11 20-61.A.-63 | Wright-Fisher and coalescent models
22-0.A.-63 | Neutral theory of Molecular evolution
12 27-0.A.-63 | Model of selection & Detecting selection
29-61.A.-63 | Research in Molecular population genetics
13 3-1.8.-63 | Introduction to quantitative genetics NI ﬂagﬂ
5-1.8.-63 | Introduction to quantitative genetics
14 10-W.8.-63 | Introduction to quantitative genetics
12-1.8.-63 | Resemblance among relatives
15 17-n.8.-63 | Artificial selection
19-.8.-63 | Quantitative trait loci mapping Fyna Junsgsesen
16 24-W.8.-63 | Quantitative trait loci mapping
26-N.8.-63 | Quantitative trait loci mapping
17 1-3.A. 63| Genome-wide association mapping
3-8.A. 63| Genome-wide association mapping
18 7-18 5.A. 63| dUmvdouvansnia (LifinsFeunisaon)
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